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In the title compound, C 16 H 14 O, the asymmetric unit consists of three crystallographically independent molecules. The anthracene units are essentially planar, with maximum deviations of 0.165 (1), 0.153 (1) and 0.045 (1) Å in the three molecules. In the crystal structure, molecules are linked via intermolecular C-HÁ Á ÁO hydrogen bonds. Further stabilization is provided by C-HÁ Á Á interactions.
Related literature
For analytical applications of the title compound, see: Trevelyan (1952) . For related structures, see: Destro et al. (1973) ; Ghosh et al. (1993) ; Iball & Low (1974) ; Srivastava (1964) ; Zhou et al. (2004; 2005; 2007) . For bond-length data, see: Allen et al. (1987) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986) . 
Data collection
Bruker APEX DUO CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2009 ) T min = 0.953, T max = 0.979 35076 measured reflections 10016 independent reflections 8420 reflections with I > 2(I) R int = 0.028 Refinement R[F 2 > 2(F 2 )] = 0.044 wR(F 2 ) = 0.142 S = 1.07 10016 reflections 466 parameters H-atom parameters constrained Á max = 0.54 e Å À3 Á min = À0.36 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1, Cg7, Cg13 and Cg15 are the centroids of the C1A-C6A, C1B-C6B, C1C-C6C and C8C-C13C rings, respectively. Symmetry codes: (i) x À 1; y; z; (ii) Àx þ 1; Ày þ 1; Àz; (iii) Àx þ 2; Ày þ 1; Àz þ 1; (iv) Àx þ 1; Ày þ 2; Àz þ 1; (v) x; y þ 1; z; (vi) Àx þ 2; Ày þ 1; Àz; (vii) x; y À 1; z.
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 
Comment
Anthrone is a tricyclic aromatic hydrocarbon which is used for a popular cellulose assay and in the colorometric determination of carbohydrates (Trevelyan, 1952) . The crystal structures of anthrone (Srivastava, 1964) , 10-bromoanthrone (Destro et al., 1973 ), 9,10-dimethylanthracene (Iball & Low, 1974 , benzylideneanthrone at 193 K (Ghosh et al., 1993) , 10-(2-methylbenzylid-ene)anthrone (Zhou et al., 2004) , 10-(3,4-dimethoxybenzylidene) anthrone (Zhou et al., 2005) and 10-(4-hydroxy-3-nitrobenzylidene) anthrone (Zhou et al., 2007) , have been reported. In view of the importance of the title compound, (I), its crystal structure is reported here.
The asymmetric unit of the title compound, consists of three crystallographically independent 10,10-Dimethylanthrone molecules, (A, B & C), as shown in Fig. 1 . The bond lengths and angles of molecules A , B and C agree with each other and are within normal ranges (Allen et al., 1987) . The anthracene units are essentially planar with maximum deviations of 0.165 (1)Å for atom C3A (molecule A), 0.153 (1)Å for atom C14B (molecule B) and 0.045 (1)Å for atom C14C (molecule C). The two fused benzene rings, C1-C6 and C8-C13, make dihedral angles with the C1/C6-C8/C13-C14 plane of 5.74 (5)°a nd 3.85 (5)° in molecule A; 4.40 (6)° and 2.79 (6)° in molecule B; and 1.69 (6)° and 1.63 (6)° in molecule C.
In the crystal structure (Fig. 2) , the molecules are linked through intermolecular C10-H10A···O1C, C10C-H10C···O1B, C3C-H3CA···O1A C15B-H15D···O1B and C16A-H16A···O1A hydrogen bonds. The structure is further stabilized by C-H···π interactions (Table 1) , involving C1A-C6A (centroid Cg1), C1B-C6B (centroid Cg7), C1C-C6C (centroid Cg13) and C8C-C13C (centroid Cg15).
Experimental
The title compound was obtained as a gift sample from R. L. Fine Chem, Bangalore, India. X-ray quality crystals were obtained by slow evaporation from a methanol solution (m. p.: 349-352 K).
Refinement
All hydrogen atoms were positioned geometrically [C-H = 0.93 or 0.96Å] and were refined using a riding model, with U iso (H) = 1.2 or 1.5 U eq (C). A rotating group model was applied to the methyl groups. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1A 0.56816 (9) 0.79013 (8) 0.44954 (7) 0.02699 (19) C1A 0.68614 (10) 1.07682 (10) 0.39587 (7) 0.01479 (19) (16) C2A-C1A-C6A 117.35 (10) C11B-C10B-H10B 120.4 C2A-C1A-C14A 120.03 (9) C12B-C11B-C10B 120.30 (10) C6A-C1A-C14A 122.55 (9) C12B-C11B-H11B 119.9 C3A-C2A-C1A 121.50 (10) C10B-C11B-H11B 119.9 C3A-C2A-H2AA 119.3 C11B-C12B-C13B 121.56 (10) C1A-C2A-H2AA 119.3 C11B-C12B-H12B 119.2 C2A-C3A-C4A 120.49 (10) C13B-C12B-H12B 119.2 C2A-C3A-H3AA 119.8 C8B-C13B-C12B 117.68 (9) C4A-C3A-H3AA 119.8 C8B-C13B-C14B 122.66 (9) C5A-C4A-C3A 119.08 (10) C12B-C13B-C14B 119.63 (9) Hydrogen-bond geometry (Å, °) Cg1, Cg7, Cg13 and Cg15 are the centroids of the C1A-C6A, C1B-C6B, C1C-C6C and C8C-C13C rings, respectively. 
